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The endogenous cannabinoids (ECB) system, is Among the members of the ECB family, the CNR1
comprised  of  anandamide  (AEA),  2- CANNABINOID RECEPTOR 1 was the most conserved gene between humans and
arachdonoylglycerol (2-AG), (Figure 1), baboons with 98% homology and 100% protein
endocannabinoid receptors (CNR1 and CNR2) and T = homology (Figure 2). The CNR2 gene has a
synthesizing/degrading enzymes. The reports o WU - homology of 95% with humans and the protein has
regarding the therapeutic effect of endocannabinoids \ P o N T a 96% homology (Figure 4). The phenotypes,
are sometimes controversial. The reason for this  « £ N T assoclated with the mutations of the untranslated
problem might lay in the structural and functional F e, st regions of this gene Iin humans are not described In
ECB differences in different models and Organisms ‘ - p“ppt:yv’V; oay E— the baboons. In contrast, one of the differences In
studied. e P e the CNR2 structure was detected in the only
............ (Cl Vlume 67 503,20 Octber 2015 - ey e RS clinically known region showing the relevant
N L ﬁ e s polymorphism In the human receptor. Phenotypes
mw : ‘ B e e associated with this polymorphism are not
\Lﬂrachlduun:,rlﬂhmul : {J—*!..Eﬂ -ﬂ:athldunu:,rlg’lycernl -ﬂG] Resaneowelghtloalcohuladdlctlon esophageal cancer @a@la@é% 5 end ::;ht — éég%::j:;:::' lelei:;lzﬂ descrlbed In .!:he b-aboons (Flgure 4)- Cllnlcally
1 Eng pinoids (F B.M., stal, 2013) —_— relevant mutations in CNR1 and CNR2 are shown
igure 1. Endogenous cannabinoids (Fonesca, B.M., et al., . : .
) : > In table 1 and 2. A diagram of CNR2 gene Is shown
Figure 2. The CNR1 gene homology between humans (Homo sapiens) : PR T = in Fl gure 5
and baboons (Papio spp.) is 98%, not shown, whereas the protein : sa08377) Incressed geze UpOnMA00Y o, . et 2011 :
OBJECTIVE (CB1R) homology is has 100%. Small Red circles are known gene .. —= — 5 UTR E.%ﬁgf?
variants in humans with corresponding phenotypes. : - (05379 oy Viller T0. etal. 200 CONCLUSION
To evaluate our recently published data on the oo diaram oo S R R
CDNA  composition of ECBs in  baboons e e B e The presented data provides important information
(Rodriquez-Sanchez et al., 2016) and compare It to Table 1. Table of clinically relevant CNR1 mutations in the human for translational and pharmacological studies of
known functional and structural varignts (from St substance of abuse in non-human primate model
genotype to genotype to phenotype) In humans CANNABINOID RECEPTOR 2 and evolutionary understanding of human
(Homo sapiens) and to described phenotypes in the disorders.
baboons (Papio spp), from phenotype to phenotype.
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